A list of abbreviations of generic names appearing in the eighth edition of Bergey's Manual is presented. The list includes names of accepted genera and other genera cited as synonymous or of uncertain status. Since names of the latter still appear in the literature or are used in subspecialties of microbiology, abbreviations for these genera are also given. The abbreviations have been found useful when coding data for computer storage and analysis. Because of the saving in space, a larger number of strain characteristics can be stored in a computerized data bank. In addition, the abbreviations are often mnemonic, a helpful char act eri s t ic .
The advantages of using computer technology in microbial systematics are being reported with increasing frequency (5). To employ computers most effectively, it is essential to find ways of coding data unambiguously and with maximum efficiency at a minimum cost. The microbiological data center set up by the World Federation of Culture Collections at the University of Queensland, St. Lucia, Queensland, Australia, and the American Type Culture Collection, Rockville, Md., employ the same standardized format (4) for coding data.
At the American Type Culture Collection, attention has been directed towards system design and coding individual strain data in a binary format (2). Information concerning the source of the strain, identification, location in a given culture collection, etc., is also being stored.
One of the constraints in using the computer to handle data is the available storage capacity. This problem can be acute when there are more items of data on individual strains t o be stored than the available storage space can accommodate. The names of bacterial genera published in the eighth edition of Bergey's Manual (1) range in length from 4 letters, viz., Mima, an illegitimate name (3), to 19 letters in the case of Streptouerticillium. It is obvious that many unabbreviated names will require considerable storage space, without considering the strain data also to be entered. In the case of Streptouerticillium roseoverticillium subsp. roseouerticillium, two-thirds of the available 80 columns on a single Hollerith card are immediately used up by the name alone. One solution, therefore, was to derive standard abbreviations for each genus listed in Bergey's ManuaZ (1) . Upon examination of the genus names, it was apparent that parts of names are repeated in the names SGML  STBC  STCO  STMY  STSO  STTX  STVC  SCMN  SCVB  SULB  SMBI  TMAT  TMMO  TMPL  TM  THBC  THBT  THCP  THCS  THDD  THDT  THPD  THPC  THSR  THSP  THSL  THTX  THVL  TOTX  TREP  VEIL  VB  VITR  WLBC  XNMN  YERS  ZOGL  ZYMN of many different genera, for example, "Micro-" in Micrococcus, Microbacterium, and Micromonospora, rr-bacter" in Aceto bacter ? Acinetobacter, and Flexibacter, etc. Taking this into account, each of these parts of names was coded, and the code was applied to each genus name. A list of the codes is given in Table 1 , and complete lists of the coded generic names are given in Tables 2 and 3 . An upper limit of four characters was arbitrarily set for any one name. Interestingly, the majority of the names were four characters. Some were just two letters, viz. , "SP7 for Spirillum, whereas others were three letters in length. For the sake of consistency, only letters occurring in the full generic name were used. The letters "ph" did, however, present a problem solved only by substituting "F" for "ph," viz. , "SFCO" for Stuphy-
lococcus.
The list, admittedly, contains some apparent inconsistencies, although it offers what is considered to be the most practical solution. Comments and suggestions for improving the abbreviations are requested.
An alternative approach that was considered was to use numbers instead of letters, realizing an even greater saving in computer storage. However, numbers are difficult to remember and have no mnemonic value. Furthermore, a list of over 300 bacterial genera would require a translation code to return the numbers into names. The abbreviations used are those that best suggest the full generic name, a feature that is impossible if numbers were used for coding.
It is hoped that the code offered here will form a basis for establishing a standardized set of abbreviations of generic names for use with computers. In addition, a proposal will be submitted to the International committee on Systematic Bacteriology, with a request that it be considered for official approval by that body as a means of reference to genera in scientific journals. Confusion will thereby by minimized, especially when titles and abstracts are collected in publications other than the original journal.
Similar logic can be applied to the derivation of abbrevations of genus names for other microorganisms, such as fungi, protozoa, and viruses. Computerization of data collected for these groups will, in many ways, present problems similar to those encountered with the bacteria.
ADDENDUM
After submission of this manuscript for publication, we were informed that T. Cross and F. L. Davies of the Postgraduate School of Studies in Biological Sciences, University of Bradford, Bradford, England, had studied the use of abbreviations for 33 generic names in the Actinomycetales. Thirty of these names we had abbreviated in this manuscript. We might also suggest abbreviations for three genera also included by Cross and Davies in their unpublished remarks: Actinomadura, Agromyces, and Oerskovia with the respective abbreviations of ATMD, AGMY, and OESK or OSKV. ATMD and OESK are listed as incertae sedis, and AGMY is not listed anywhere in the eighth edition of Bergey's Manual.
